Supplementary Information
Figures 2 Figure S1 : Principal component analysis of the raw gene expression data of the 46 individuals, showing the outlying samples highlighted in red circles. 2 Figure S2 : Correlation network generated for the low calorie diet (LCD). 3 Figure S3 : Correlation network generated for the very low calorie diet (VLCD). 3 Figure S4 : Frobenius norm plot showing the norm distance of the correlation network of the 44 individuals with the respective diet-wide correlation network. 4 Figure S5 : Gene expression patterns of the respective genes in each topological cluster of the overlap network, based on the fold change in the respective diets. Also shows the five un-clustered paired correlated genes. 5
Source Code 5
Tables 7 Table S1 : Results from the robustness analysis using the minimum %age individuals having the same correlation direction (for |corr.| ≥ 0.6). 7 Table S2 : Results from the leave-n-out cross-validation analysis for n= 1 and 2 (max 10% of total samples). The correlation criteria is |corr.| ≥ 0.6 in at least 25% of the individuals having the same direction of the correlation. 8 Table S3 : Results from the ConsensusPathDB analysis on the overlap network. BioCarta leptin pathway discussed in the discussion section of the article is highlighted in red. 8 Table S4 : List of genes in the respective clusters from the overlap network, represented here in HGNC symbols. 12 Tables   Table S1: Results from the robustness analysis using the minimum %age individuals having the same correlation direction (for |corr.| ≥ 0.6). Table S3 : Results from the leave-n-out cross-validation analysis for n= 1 and 2 (max 10% of total samples) in the correlation networks of the respective diets. The analysis here represents loss of specificity. The correlation criteria is |corr.| ≥ 0.6 in at least 25% of the individuals having the same direction of the correlation. Table S5 : List of genes in the respective clusters from the overlap network, represented here in HGNC symbols. 1 ACACA, DHRS11, FADS1, FADS2, OLFM2, PDK4, SCD, SLC29A4   2  CCND1, CTIF, DAB2IP, DGAT2, DTX1, FADS3, ITGA7, PLEKHG5, PMEPA1,  RBPMS2, SYNPO, TENM4, TLCD2, TMEM120B, TMEM184B, TNFRSF25, ZNF219   3  ABCC6, ADH1B, C6, C7, CAP2, ECHDC1, FAT1, GNG2, HSPA12A, KLB, KLHL31,  MAL2, ME1, MRAP   4 GPLD1, KANK4, KIF1C, LEP, NPR3, NQO1, PDZD2, SLC24A3, SNCG, SRPX, VGLL3, VLDLR, VLDLR-AS1
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